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*95% CI does not include 1.0 
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Breast & Pancreatic Breast Only

Breast & Pancreatic Breast Only 
N % N % 

Ethnicity 
Caucasian 73 75.3% 17928 65.0% 
African American/Black 3 3.1% 2012 7.3% 
Ashkenazi Jewish 9 9.3% 1424 5.2% 
Asian 2 2.1% 1229 4.5% 
Hispanic 3 3.1% 1642 6.0% 
Mixed Ethnicity 3 3.1% 1195 4.3% 
Other 0 0.0% 298 1.1% 
Unknown 4 4.1% 1845 6.7% 
Panel Ordered  
BRCAplus 7 7.2% 9163 33.2% 
BreastNext 20 20.6% 10508 38.1% 
CancerNext 42 43.3% 3704 13.4% 
CancerNext Expanded 3 3.1% 555 2.0% 
GYNplus 2 2.1% 768 2.8% 
OvaNext 5 5.2% 2724 9.9% 
PancNext 19 19.6% 79 0.3% 
Other 72 0.3 
Age at Cancer Diagnosis 
Breast cancer – median 56 years 46 years 
Breast under age 50 34 36.6% 16953 63.0% 
Breast age 50+ 59 63.4% 9962 37.0% 
Pancreatic cancer - median 65 years n/a n/a 

Gene 
Breast & Pancreatic 

(n=97) 
Breast Only 
(n=27,573) p-value OR 95% CI 

n, positive n, tested n, positive n, tested 
ATM 6 89 209 17570 <0.001 6 2.12, 13.85 
BRCA1 2 90 429 26336 0.66 1.37 0.16, 5.14 
BRCA2 4 90 442 26336 0.07 2.72 0.72, 7.28 
CDKN2A 0 54 13 3965 1 0 0, 24.70 
PALB2 1 89 175 17570 0.59 1.13 0.03, 6.54 
STK11 0 86 0 16931 1 Inf  0, Inf 

* 


