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BACKGROUND RESULTS

Breast cancer incidence has increased In recent years,
with notable disparities across populations. Overall breast
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germline genetic testing outcomes in AAP| women with omen with PHx Figure 1. Lower Representation of AAPI Women in AAP| women had
breast cancer. ’ MGPT Cohorts. Breast cancer incidence rates among ~8-fold lower
AAPl women approached those observed in White MGPT-tested cancer cases

women (126.3 vs 147.7 per 100,000 (left panel));?
however, AAPlI women comprised only 4.1%

AIM: To examine the rates and results of germline (n=17,274/426,135) of women with breast cancer
. . . . . undergoing MGPT compared with 53.3%
genetic testing in AAPl women diaghosed with (n=227 224/426 135) for White women (right panel).
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multigene panel testing (MGPT) at a national clinical diagnostic
laboratory (Ambry Genetics) between January 2016 and April 2025.
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cancer iIs concentrated in metropolitan populations
Figure 3. Geographic distribution and insurance type among P/LP Figure 4. Most frequent germline genes with P/LP and recurrent

Wlth Prlvate InNsurance. positive AAPl women with breast cancer undergoing genetic testing. variants in the AAPI cohort. (A) The most frequently observed genes
(A) The majority of AAPI women undergoing genetic testing resided in with P/LP variants in AAPI women with breast cancer were BRCAZ,
large central metropolitan areas. Classification based on NCI Urban-Rural BRCA1, and ATM (top 10 genes shown). (B) Several BRCA2 P/LP variants
Classification Scheme for Counties.* (B) Private insurance was the were recurrently observed within the AAPI cohort. Lower rates of germline
predominant payor type for the AAPI cohort. testing among AAP|I women may underestimate the true population
prevalence of hereditary cancer susceptibility variants.

Testing disparities may disproportionally impact
younger AAP| women (<40), who exhibited higher
PILP Val’iant rates than OIder AAPI women. 3. https://seer.cancer.gov/statfacts/html/breast.html

4. https://www.cdc.gov/nchs/data-analysis-tools/urban-rural.html
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