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Background: Absolute Difference in VUS and Positive Rate in Five Evaluated Genes VUS Rates by Gene Over Time

 Several groups have described disparities in genetic test results for
inherited breast cancer predisposition, with a disproportionate

number of variants of unknown significance (VUS) reported in non-
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2,031 (4.6%)
36,554 (82.8%)
2,649 (6.0%)

26,140 (9.2%)
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Average Age at Testing

53.1y (SD 12.8)

45.9y (SD 12.4)

Personal History

Affected with any cancer
Not affected with cancer

37220 (84.3%)
6927 (15.7%)

209,811 (73.8%)
74319 (26.2%)

32.0% in non-Caucasians
compared to 23.6% in Caucasians.
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*denotes statistically significant decrease

Future Directions for Research:

These findings may be indicative of efforts by clinicians and laboratories to reduce disparities in VUS rates.
Clinical utility and accuracy of genetic testing in non-Caucasians may be improved through efforts such as

1) Increased referral for and adoption of genetic testing by non-Caucasians

2) More robust representation of non-Caucasians in reference population databases

3) Diversified approaches to variant classification
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